Whole chloroplast genomes of crop species as a tool for population genetics, phylogeography and phylogeny in agrobiodiversity research : [P667] by Mariac, Cédric et al.
Abstract: Whole Chloroplast Genomes of Crop Species as a Tool for Population Genetics, Phylogeography and Phylogeny in Agrobiodiversity Research (Plant and Ani...
https://pag.confex.com/pag/xxii/webprogram/Paper11114.html[29/04/2014 14:41:54]
Plant and Animal Genome XXII Conference
January 10 - 15, 2014
P667
Whole Chloroplast Genomes of Crop Species as a Tool for Population Genetics, Phylogeography and
Phylogeny in Agrobiodiversity Research
Date: Monday, January 13, 2014
Room: Grand Exhibit Hall
Cedric Mariac , IRD, Montpellier, France
Marie Couderc , IRD, UMR DIADE, Montpellier, France
Nora Scarcelli , IRD, Montpellier, France
Claire Billot , CIRAD, Montpellier, France
Adeline Barnaud , IRD/ISRA, Dakar, Senegal
Adama Faye , IRD/ENS Yaoundé, Cameroon
Bonaventure Sonké , University of Yaoundé I, Cameroon
Jean-Christophe Pintaud , IRD, Montpellier, France
Yves P. Vigouroux , IRD, Montpellier, France
Thomas Couvreur , IRD, Montpellier, France
Understanding the evolutionary patterns of genetic diversity of cultivated plants and their wild relatives is a
fundamental aspect of agrobiodiversity research. Documenting genetic diversity and understanding the
evolutionary histories of crops will have important impacts in terms of food security in southern countries such
as Africa. In this study, we develop a generalized method for sequencing full chloroplast genomes via
hybridization enrichment suitable for multiplexing a large number of individuals. We will present application of
the method to the study of wild pearl millet, wild and cultivated yams, fonio and to African rice.
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